Post-Process 16/05/2013

HOW TO PERFORM A “POST-PROCESS”

e Open the Peak Viewer.

* Select the Chromatograms you want to “post-process”:

L e ]

TR T e T AT, =]

10 20030 4 % € T A 02071013010 140 190 160130160150 20 750 200 24 240250 50 270 200 200 30 220 530 S 350 36 370 50 30 400 400420 430 440 80 450 470

e On the “Post-Process tab”:
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Choose the post-process type you want to apply to the chromatograms you have selected.

- Post-Integrate: you want to do a new integration of the peaks (you will have to use the
“Integration setting” tab, when you select this option).

- Post-ldentification: you want to do a new identification of the peaks: a new name appears on
the peak which is now correctly integrated.

- Post-Correction: you want to calculate the concentration of the compounds (using a new
sensitivity or a new response factor ...).

e Choose the Base Sensitivity (BS) you want to use to do the concentration calculations of the
compounds:

“Default”: the sensitivity of the analyzer will be used.

- You can also write the sensitivity you want to use, by choosing the second option.
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e Choose the Unit you want to use for concentration results of the compounds:
“Unit GC”: corresponds to Factory unit:
0 ng: for analyzer with a trap (airmoVOC, airTOXIC, airmoBTX...)
0 mg/m3: for analyzer with a loop (chromaTHC, chromaFID, chroma PID, chroma S, MEDOR...)
“Unit Results”: corresponds to the unit you want.
* Then select the substance table you want to apply to the chromatograms:
i lrendl i ;hromatu] e p Ehromato] i FeaksL\st1 %% Substances Table ¢ PostProcess I Duality Conlrol}
[, 20120713 0220 AMB-TEMI || General sotngs | Intsgrtion saltings |
o 2M20713_0020_AMB-15ME || < 2 - e
& 201207130035 AME-15M1 Past-Process type Substarices table used
B o oo Ao ||| Pesniegi rebe: &
12‘; 202071301 20_AMB-15M1 Units used
b__ 20120713_0135_AMB-15M! v Postddentification
| 20120713 0150_AMB-15M1 Unit GC [ng | UnitResuts  [moim3 ~]
HliL 20120713 0205 AMB1MI| | | o pogCanection |
Quvrir @
SR Regarder dans 129 Program ~| & = El-
SR ,"‘jMethodes_lSmin
|2 methades_30min
e W (01 _rnth_airmoB T
= skl
=] BTe<30mn. kbl
] L TB-15.stbl
Mom du fichier ‘BTX15MN bl Ouwrie
Fichiers de lype | Substances Table Files | Annuler
e If you want to create new ASCII files (you can open with Excel) during the post-process, select
the option: “Create Trend files”.
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(You need to open these ASCI files on another computer, because there is not Excel software on the integrated PC.)
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Then, to start the post-process, click on:

== Start Post-Process ‘
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* To see the results (after the “post-process”) appearing on the screen, return to the “Chromato”

tab, and click on: LRt |

Remark: You can choose to see the post-processed results appearing on the Chromatogram, selecting
this option. If you want to return to the original data, unselect “Recalc”.



